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  RNA seq analysis 

From raw RNAseq data 
to transcriptome and 
differential expression 
analysis. 



	
  	
  Software for analysis 



TopHat alignment 



TopHat alignment in IGV 



	
  	
  Software analysis 



Volcano plot 



Heat map 



Transcript	
   Descrip-on	
   GO	
  
CUFF.1835.1	
   ATP	
  synthase	
   ETC	
  

CUFF.12352.1	
   ubiquinol-­‐cytochrome	
  c	
  reductase,	
  
complex	
  III	
  subunit	
  XI	
   ETC	
  

CUFF.8183.2	
   cytochromeC	
  oxidase	
   ETC	
  

GB30388-­‐RA	
   cytochrome	
  c	
  oxidase	
  subunit	
  Vic	
   ETC	
  

GB10253-­‐RA	
   cytochrome	
  c	
  oxidase	
  subunit	
  VIa	
  
polypepKde	
  1	
   ETC	
  

GB12164-­‐RA	
   cytochrome	
  b-­‐c1	
  complex	
  subunit	
  6,	
  
mitochondrial-­‐like	
   ETC	
  

GB16568-­‐RA	
   cytochrome	
  c	
  oxidase	
  subunit	
  Vb	
   ETC	
  

GB18028-­‐RA	
   cytochrome	
  c	
  oxidase	
  subunit	
  VIb	
   ETC	
  

GB18183-­‐RA	
   potenKal	
  Cytochrome	
  c	
  oxidase	
  subunit	
  VIII	
   ETC	
  

GB13320-­‐RA	
   Cytochrome	
  c	
  oxidase,	
  subunit	
  VIIA,	
  
putaKve	
   ETC	
  

GB18920-­‐RA	
   NADH	
  dehydrogenase	
  [ubiquinone]	
  1	
  beta	
  
subcomplex	
  subunit	
  10-­‐like	
   ETC	
  

GB10474-­‐RA	
   uncharacterized,	
  NADH-­‐ubiquinone	
  
oxidoreductase	
  subunit	
  B14.5B,	
  putaKve	
  	
   ETC	
  

GB18417-­‐RA	
   putaKve	
  ATP	
  synthase	
  subunit	
  f,	
  
mitochondrial-­‐like	
   ETC	
  

CUFF.12647.1	
   enoyl	
  Coenzyme	
  A	
  hydratase,	
  short	
  chain,	
  
1,	
  mitochondrial	
   ETC	
  

GB12510-­‐RA	
   cytochrome	
  c1,	
  heme	
  protein,	
  
mitochondrial	
   ETC	
  



         Electron Transport Chain 



Today Tasks 
•  Obtain information on differentially expressed 

genes of the ETC  
•  Download gene and transcript sequence.  
•  Use Splign to identify intron/exon boundaries 
•  Design one set of primers for qRT-PCR 


